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Job Title: human soluble epoxide hydrolase BLAST 



;k on the image below for detailed results. 



BLASTP 2.2.18 (Mar-02-2008) 

Reference: Altschul, Stephen F. , Thomas L. Madden, Alejandro A. Schaffer, Jinghui Zhang, Zheng Zhang, 
Webb Miller, and David J. Lipman (1997), "Gapped BLAST and PSI-BLAST: a new generation of protein 
database search programs", Nucleic Acids Res. 25:3389-3402. Reference for compositional score matrix 
adjustment: Altschul, Stephen F . , John C. Wootton, E. Michael Gertz, Richa Agarwala, Aleksandr 
Morgulis, Alejandro A. Schaffer, and Yi-Kuo Yu (2005) "Protein database searches using compositionally 
adjusted substitution matrices", FEBS J. 272:5101-5109. RID: 19UBW5CM014 Database: All non-redundant 
GenBank CDS translations+PDB+SwissProt+PIR+PRF excluding environmental samples from WGS projects 
6,470,629 sequences; 2,208,486,882 total letters 



Query= Length=556 
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Homo sapiens epo: 
epoxide hydrol, 



i hydrola; 
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topla 5 
: [Homo : 



>api.. 



::■■<}.: soluble epoxide hydrolase [Homo sap 
PREDICTED: epoxide hydrolase 2, cytoplas 
epoxide hydrolase 2, cytoplasmic, isoform CRf 
cytosolic epoxide hydrolase 

PREDICTED: epoxide hydrolase 2, cytoplas 
PREDICTED: similar to epoxide hydrolase 
PREDICTED: epoxide hydrolase 2, cytoplasm., 
epoxide hydrolase 2, cytoplasmic, isoform CRA_. 
. . PREDICTED: epoxide hydrolase 2, cytoplasm. . 
. PREDICTED: epoxide hydrolase 2, cytoplasm., 
epoxide hydrolase 2, cytoplasmic, isoform CRA_. 
PREDICTED: epoxide hydrolase 2, cytopla; 
PREDICTED: sir.iia: :c epoxide hydrolase 2, c. . 
PREDICTED: similar to epoxide hydrolase 2, ( 
PREDICTED: similar to soluble epoxide hyd.. 
soluble epoxide hydrolase [Sus scrofa) : 
PREDICTED: similar to epoxide hydrolase 2, 
PREDICTED: similar to epoxide hydrolase 2, 
.1; epoxide hydrolase 2, cytoplasmic (Bos tau., 
Epoxide Hydrolase (Mus musculus] 

epoxide hydrolase 2, cytoplasmic [Mus n 
unnamed protein product [Mus musculus) 
epoxide hydrolase 2, cytoplasmic [Ratti 
Epoxide hydrolase 2, cytoplasmic (Rattus 
epoxide hydrolase 2, cytoplasmic, isoforn 
epoxide hydrolase 2, cytoplasmic, isoforn 
ovary-selective epoxide hydrolase [Mus mi 



epo:- 



i hydro la.- 



2C (Mi 



hydrolase 



musculus ] 

> soluble epoxide hyd.. 
cytoplasmic [Xenopus . . 
cytoplasmic [Gallus . 
:ytoplasmic [Xenopus.. 



epoxide hydrolase 2, 
. epoxide hydrolase 2, 
hypothetical protein [Pongo pygmaeus) 

PREDICTED: similar to epoxide hydrolase 
2 ...i| epoxide hydrolase 2, cytoplasmic [Danic 
unnamed protein product (Tetraodon nigrovii 
epoxide hydrolase 2, cytoplasmic, isoform CF 

PREDICTED: similar to Ephx2-prov protein [St.. 
PREDICTED: similar to Ephx2-prov protei 
PREDICTED: similar to Ephx2-prov protei 
PREDICTED: similar to Ephx2-prov protein, pa. 
predicted protein [Nematostella vectensij 
PREDICTED: similar to soluble epoxide hyc 
?.. 1 PREDICTED: hypothetical protein [Bos taui 
epoxide hydrolase (Bradyrhizobium japonicum 
Alpha/beta hydrolase (Rhodopseudomonas palus. 
•.: alpha/beta hydrolase fold [ Parvibaculum 1 

PREDICTED: similar to soluble epoxide hyd.. 
epoxide hydrolase [Caulobacter crescentus 
i.i: alpha/beta hydrolase fold [Caulobacter 
putative epoxide hydrolase [Hyphomonas neptu. 
epoxide hydrolase (Streptomyces avermitilis . 
alpha/beta hydrolase fold [Rhodopseudomonas , 



E 
EE 



E 

1233 
EE 
033 
EE 
EE 
EB 
EB 
EB 
B 
EB 
B 
EB 
B 
B 
B 
B 
B 
EB 
EB 
EB 
EB 

3e-173 EB 
2e-161 EB 
4e-133 
le-128 B 
8e-126 EB 
3e-124 EB 
le-115 EB 
2e-115 EB 
le-110 B 
4e-82 EB 
le-74 EB 
4e-60 B 
6e-60 B 
le-59 B 
le-59 EB 
5e-59 B 
le-58 B 



http://www.ncbi.nlm.nih.gov/blast/Blast.cgi 



4/27/2008 



NCBI Blast:lcl|2172 (556 letters) 



Page 3 of 46 



epoxide hydrolase 2, cytoplasmic, isoform CRA. . . s 4e-56 B 

PROBABLE EPOXIDE HYDROLASE EPHA (EPOXIDE HYD... 7e-56 E 

-'•><• ' alpha/beta hydrolase fold [Clostridium be .. . 3e-55 B 

epoxide hydrolase EphA [Mycobacterium mar .. . .: :!': 8e-55 B 

epoxide hydrolase EphA [Mycobacterium ulcera... Sly 8e-55 B 

"'"'«.! C :■ . i . epoxide hydrolase [Bradyrhizobium japonicum ... 2t» le-54 B 

• v •' • putative epoxide hydrolase (Myxococcus xanth... . - 2e-54 B 

^>'-3&U..!i EphA [Mycobacterium avium subsp. paratubercu . . . .!'.' 2e-54 B 

: -.■;!'- COG0596: Predicted hydrolases or acyltrans... 3e-54 

\ alpha/beta hydrolase fold (Rhodopseudomona . . . :><<- 4e-54 

*'-'•'•':»'•'• epoxide hydrolase [Agrobacterium tumef aciens . . . £■ 5e-54 B 

>:<•■: hydrolase, alpha/beta fold family protein (M. . . 2 1! 6e-54 B 

■ ' 1 . U epoxide hydrolase (Streptomyces coelicolor A. . . . 9e-54 B 

;■'.'•) ; 70 I •* . Probable epoxide hydrolase EphA [Mycobact... 214 le-53 E 

00 i I: i"0 •■■ . L Putative epoxide hydrolase [Bradyrhizobiu. . . : : le-53 E 

_ 6 4Si.Ufi. 1 : epoxide hydrolase (Rhodopseudomonas palustri... 4 2e-53 B 

; S 3 S m . : putative epoxide hydrolase [Bradyrhizobiu... ,' . 3e-53 B 

'.'.i: ; V; : . 2 : epoxide hydrolase [Agrobacterium tumef aciens .. . 213 4e-53 B 

putative epoxide hydrolase [Streptomyces rimo... ,•(••• 3e-52 

\i: . : putative epoxide hydrolase [Erythrobacter ... 4e-52 

00 :'. putative epoxide hydrolase [Bradyrhizobiu... 20» 4e-52 E 

probable ephA protein-Mycobacterium tuberc. . . "09 6e-52 

.:-•?!••-;■>•:;. ! alpha/beta hydrolase fold [Rhodopseudomonas ... 204 2e-50 B 

il2li:.l\ unknown [Picea sitchensis] 203 3e-50 

.759521.1! epoxide hydrolase [Bradyrhizobium japonicum ... 203 6e-50 E 

.)4-;o.;. : ; . i j unnamed protein product [Vitis vinifera) 20.1 9e-50 

0.150VS2';. 1 ! alpha/beta hydrolase fold (Burkholderia ph... ?00 2e-49 

0iti6 40'i.].| epoxide hydrolase [marine gamma proteobact. . . 200 2e-49 

692iS-5..1i hydrolase, alpha/beta fold family [Alcanivor . . . j «*•> 4e-49 E 

^SUSC.i! alpha/beta hydrolase fold [Rhodopseudomonas ... 19-j 4e-49 E 

20003:,. ij ephA [Pseudomonas fluorescens Pf-5] >gb I AAY9 . . . 19'? 5e-49 B 

00 i.iOie epoxide hydrolase (Bradyrhizobium sp. ORS... IS 3 6e-49 E 

;74'U.3j putative epoxide hydrolase (uncultured marine ... 159 7e-49 

.824987. l.| epoxide hydrolase [Streptomyces avermitilis ... 1?9 7e-49 B 

70:j r )fi4.n probable epoxide hydrolase [Rhodococcus sp. ... iSS 9e-49 B 

,8.90327. 4 { epoxide hydrolase (Mycobacterium smegmatis s... le-48 B 

n35J4.1 ! soluble epoxide hydrolase [Citrus jambhiri] 1 9<t le-48 

ii2."8 i . epoxide hydrolase [Streptomyces avermitilis ... 07 le-48 B 

alpha/beta hydrolase fold [Mycobacterium ... 2e-48 B 

;j - : .: 4 • . alpha/beta hydrolase fold [Caulobacter sp... i0o 3e-48 B 

alpha/beta hydrolase fold [Mycobacterium sp i.?C 4e-48 B 

: ' .: .' ; A epoxide hydrolase i 95 8e-48 

'ivi'.'-.ii Epoxide hydrolase [Medicago truncatula] . is* 4 2e-47 

r ' . 1 1 epoxide hydrolase (uncultured marine bacterium. . . 194 2e-47 



Alignments 



soluble epoxide hydrolase [Homo sapiens] 
epoxide hydrolase 2, cytoplasmic [Homo sapiens] 
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Conserved 



Click on the colored bar fo 



New/Search | PubMecl | Nucleotide j Protein ~| Structure | Taxonomy I Help 
Query sequence: [(local sequence)lcl| 18838] 
O Concise Result @ Full Result □ Show Search Information (3 

to view your query sequence within the multiple sequence alignment for that domain. To 
te the domain, click on its PSSMID In the tabular summary. 




Descriptions 



Title 

^ [+]pfam00561 , Abhydrolase_1 . alpha/beta hydrolase fold. This catalytic domain is found in... 

WCOG0596, MhpC, Predicted hydrolases or acyltransferases (alpha/beta hydrolase superfam... 
[+1PRK03592, PRK03592, haloalkane dehalogenase. 
[+JPRK00870, PRK00870, haloalkane dehalogenase. 
}[+]COG1011, COG1011. Predicted hydrolase (HAD superfamily) [General function prediction o... 
[+]pfam00702, Hydrolase, haloacid dehalogenase-like hydrolase. This family are structural... 
[+JPRK03204, PRK03204, haloalkane dehalogenase. 
MPRK09456, PRK09456, phosphatase. 
[+1PRK10673, PRK10673, hypothetical protein. 

WCOG0637, COG0637, Predicted phosphatase/phosphohexomutase [General function prediction... 
MCOG0546, Gph, Predicted phosphatases [General function prediction only). 
[+1COG2021 , MET2, Homoserine acetyltransferase [Amino acid transport and metabolism). 
[+1COG0647, NagD, Predicted sugar phosphatases of the HAD superfamily [Carbohydrate trans... 
[+JPRK05855, PRK05855, short chain dehydrogenase. 
WCOG2267, PldB, Lysophospholipase [Lipid metabolism). 
[+1COG1506, DAP2, Dipeptidyl aminopeptidases/acylaminoacyl-peptidases [Amino acid transpo... 

f Search for similar domain architectures 



Pssmld Multi-Dom E-value 



No 
No 

81168 No 
80766 No 
31.21.5 No 
84963 No 
81112 No 



8.3.014 



No 



83396 

30982 No 

30892 No 

32204 No 

30992 No 

81768 Yes 

32448 Yes 

3.1695 Yes 



2e-34 
4e-27 
8e-25 



2e-07 
2e-07 
5e-06 
8e-05 
0.001 
1e-17 



CD Search Reference: 

W Marchler-Bauer A, Bryant SH (2004), "CD-Search: protein domain annotations on the fly. ", Nucleic Acids Res.32(W)327-33 1 . 

Help | Disclaimer | Write to the Help Desk 
NCBI | NLM I NIH 
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BLAST Basic Local Alignment Search Tool 

Job Title: human renin BLAST 



3 image below for detailed results. 



BLASTP 2.2.18 (Mar-02-2008) 

Reference: Altschul, Stephen F . , Thomas L. Madden, Alejandro A. Schaffer, Jinghui Zhang, Zheng 
Zhang, Webb Miller, and David J. Lipman (1997), "Gapped BLAST and PSI-BLAST: a new generation of 
protein database search programs", Nucleic Acids Res. 25:3389-3402. Reference for compositional 
score matrix adjustment: Altschul, Stephen F., John C. Wootton, E. Michael Gertz, Richa Agarwala, 
Aleksandr Morgulis, Alejandro A. Schaffer, and Yi-Kuo Yu (2005) "Protein database searches using 
compositionally adjusted substitution matrices", FEBS J. 272:5101-5109. RID: 19U49KAP012 
Database: All non-redundant GenBank CDS translations+PDB+SwissProt+PIR+PRF excluding 
environmental samples from WGS projects 6,470,629 sequences; 2,208,486,882 total letters 

Query= Length=406 



Distribution of 100 Blast Hits on the Query Sequence 
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Sequences producing significant alignments: 



lin precursor [Homo sapiens] >ref | NP_00100 . 

Renin precursor (Angiotensinogenase) >gb. 
renin (Macaca mulatta) >sp I Q6DLW5 I RENI_MA . 
l (Homo sapiens] >gb I EAW91505 . 1 1 renin [Ho. 



sor (Angiotensinogenase) >em. . . 
'•. Chain A, Crystal Structure Of Renin-Pf 00074777 Com... 
ft Chain A, High Resolution Crystal Structures Of Rec... 

Chain A, Human ReninPF02342674 COMPLEX >pdb I 2I4Q I B . . . 
7 Chain A, Ketopiperazine-Based Renin Inhibitors: Op... 
;! :M" i renin (Canis lupus familiaris] >sp I Q6DYE7 . . . 

r • ; ' . unnamed protein product (Homo sapiens] 

PREDICTED: similar to preprorenin (Equus ... 
S924sS,3j PREDICTED: similar to renin (Bos taurus] 
SIP.09299..I j renin [Ovis aries] >sp | P521 15 | RENI_SHEEP ... 

■■-■:.-! 02 . I . PREDICTED: similar to renin 2 tandem dupl . . . 
.2 if.'}. I I renin 1 structural (Mus musculus] >spl P06281 . . . 

renin (Ren-l-d) >gb I EDL01155 . 1 1 mCG129412 [Mus... 
i ' 7 2 ■: i: ".: . PREDICTED: similar to renin 2 tandem dupl... 
; f,VM.i; renin 1 [Rattus norvegicus] >sp| P08424 I RENI_. . . 
preprorenin (EC 3.4.99.19) 
unnamed protein product [Rattus norvegicus] 
■57.! j synthetic renin 2/ld (Mus musculus] 
'l>>..i: mCG6933 [Mus musculus] 

■?::iii2 :«.<.'.;'■■■•' Renin-2 precursor (Angiotensinogenase) ... 
2470. 2; renin 2 tandem duplication of Renl [Mus muse... 
Ren2 protein [Mus musculus] 
renin precursor 
I'il'.ij renin [Mus musculus] 
391.. ij renin [Mus musculus] 

71.11 renin 1, isoform CRA_a (Rattus norvegicus] 

A Chain A, The 3-D Structure Of Mouse Submaxillary R. . . 

U 370729. 1 | PREDICTED: similar to preprorenin [Monode... 
261 .1 renin-like aspartic protease (Echis ocellatus) 
■i':20-} '!2 .i \ PREDICTED: similar to preprorenin (Ornith... 

:.7C7Ci . PREDICTED: similar to preprorenin [Monode... 
2C.0.i renin-like aspartic protease (Echis ocellatus] 
13025. 1! renin [Danio rerio] >gb | AA031713 . 1 1 renin pr... 
0h.i\ renin precursor [Danio rerio] >emb I CAQ13643 . 1 1 . . . 
i: < . : unnamed protein product [Tetraodon nigroviridis ] 

(■' renin [Takifugu rubripes] >tpg I DAA01803 . 1 . . . 

■i r . 1. PREDICTED : similar to renin [Monodelphis ... 

PREDICTED: similar to preprorenin [Monode... 

\ '22 ) . PREDICTED: similar to preprorenin [Monode. . . 
■6517,1] PREDICTED : similar to CG1548-PA isoform 1 [T... 
1072052 . ij cathepsin Dl [Takifugu rubripes] >db j I BAD . . . 
j L2A72 0 ! jHA Cathepsin D precursor >gb | AAG27733 . 1 1 AF3 . . . 
.1085403,^1] MGC82347 protein [Xenopus laevis] >gb|AAH... 
33 . 1 i AF395662 i cathepsin D preproprotein [Silurus a... 

Ctsd protein [Danio rerio] >gb|AAH62824 . 1 | Cts... 

0 . 1 cathepsin D precursor [Danio rerio] 
-746.1! PREDICTED: similar to CG1548-PA isoform 2 [T. . . 
174 1225.1 predicted protein [Nematostella \ 
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4e-108 EE 
le-107 B 
4e-104 B 
3e-103 B 
2e-96 EE 
3e-96 EE 
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4e-95 EE 
2e-94 
2e-94 B 
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cathepsin D 
PREDICTED: 
unnamed pro 



[La 



:arifer] 
similar to CG1548-PA isoform 
ein product [Tetraodon nigroi 
[Danio rerio] >emb | CAK05390 . : 
n D (lysosomal aspartyl prot< 



cathepsin D [Gallus gallus] >sp I Q05744 | CATD_. 
cathepsin D (Oncorhynchus mykiss] 

cathepsin D [Danio rerio] >emb I CAC20111 . 1 1 c. 
PREDICTED: hypothetical protein [Danio re. 
cathepsin D; lysosomal aspartic proteinase [Hy. 
cathepsin D (Hippoglossus hippoglo; 



:athepsin D (Pc 
PREDICTED: 



:ula] 



LOC613063 proteii 



athepsin D isoform 1 [Macaca . 
otein LOC336746 [Danio rerio] . 
for MGC: 180677) [Xenopus trop. 
. [Xenopus tropicalis] 
LOC613063 protein (Xenopus tropicalis] 
■:;•;;;/•. Cathepsin D precursor 

PREDICTED: similar to cathD CG1548-PA [Apis . 
AGAP003277-PA [Anopheles gambiae str. PEST] . 
hypothetical protein LOC398994 [Xenopus 1. 
hypothetical protein (Pongo pygmaeus) 
cathepsin D (predicted) [Papio anubis] 
cathepsin D preproprotein (predicted) (Callice. 
>3.i hypothetical protein LOC443721 (Xenopus 1. 
PREDICTED: cathepsin D isoform 3 (Macaca . 
LOC443721 protein [Xenopus laevis] 
unnamed protein product (Macaca fascicularis] 
j 5 . i PREDICTED: cathepsin D isoform 2 [Macaca . 
cathepsin D (lysosomal aspartyl peptidase) [sy. 
cathepsin D [synthetic construct) 
cathepsin D (synthetic construct) >gb I AAX42359 . 
Homo sapiens cathepsin D (lysosomal aspartyl p. 
cathepsin D preproprotein [Homo sapiens] >sp. 
'.:•.;.! MGC89016 protein [Xenopus tropicalis] >gb. 
cathepsin D protein (Sus scrofa) 
cathepsin D (predicted) (Rhinolophus ferrumequ. 
>? . 1 J cathepsin D [Canis lupus familiaris] >sp| . 

cathepsin D precursor [Chionodraco hamatus] 
RAT Cathepsin D precursor [Contains: Cathepsin. 
cathepsin D [Rattus norvegicus] >gb I AAH62032 . 
cathepsin D (lysosomal aspartyl protease) (X. 
',;.) : PREDICTED: similar to GA13759-PA (Nasonia. 

unnamed protein product (Mus musculus] 
,G..1.| cathepsin D (Sus scrofa) >gb I AAY42144 . 1 1 . 
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Alignments 



>ref |NP_000528.1| E E I re nin precursor [Homo sapiens] 
ref |NP_001009122.1| EE renin [Pan troglodytes] 
sp|P00797|RENI_HUMAN B Renin precursor ( Angiotensinogenase) 
sp|P60016|RENI_PANTR B Renin precursor (Angiotensinogenase) 
gb|AAG30305.1|AF193456_l B renin [Pan troglodytes] 
gb I AAA60363.il B renin [Homo sapiens] 
gb | AAD03461.il B renin [Homo sapiens] 
gb | AAH47752.il B Renin [Homo sapiens] 
emb I CAG38737.il B REN [Homo sapiens] 
gb I AAH33474.il B Renin [Homo sapiens] 
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NewSearch | PubMed | Nucleotide | Protein | Structure 
Query sequence: [(local sequence)lcl|21709] 



Taxonomy | Help 



J Concise Result 



□ Show Search Information ® 



Descriptions 

:: Title 

[+]pfam00026, Asp, Eukaryotic aspartyl protease. Aspartyl (acid) proteases include pepsin... 
[+]pfam07966, A1_Propeptide, A1 Propeptide. Most eukaryotic endopeptidases (Merops Family... 



Search for s 



nilar domain architectures 



Pssmld Multi-Dom E-value 

84452 No 1e-104 
.874.1.3 No 0.004 



CD Search Reference: 

© Marchler-Bauer A, Bryant SH (2004), "CD-Search: 

Help | Djsclai 



i annotations on the fly. ", Nucleic Acids Res.32(W)327-33 1 . 
| Write to the Help Desk 
NCBI | NLM | NIH 
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